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Background: Despite thenewer advances in theﬁeld of TBdiag-
nostics, there is still a need to develop a rapid, easy and speciﬁc
diagnostic test which can be used in the primary health care set-
tings. ELISA based assays satisfy these criteria, but due to the lack of
appropriate and speciﬁc biomarkers, no speciﬁc ELISA based assay
hasbeendesigned for thediagnosis of TB. Earlierwe identiﬁedsome
speciﬁc region of difference (RD) genes that were up regulated in
the sputum samples of PTB patients but not in disease controls
by mycobacterial whole genome microarray analysis. As,proteins
encoded by these genes could be highly TB speciﬁc biomarkers that
are expressedduringdisease, therefore present studywasdesigned
to conﬁrm their in vivo expression as well as to identify the B cell
epitopes of these proteins .
Methods & Materials: Peptide arrays were used to conﬁrm the
expression of upregulated genes in sputum at protein level. Brieﬂy
peptide array slides consisting of overlapping peptides of the 5
upregulated RD proteins were synthesized commercially and were
screened using the sera of 7 PTB patients and 7 healthy controls
to look for the presence of antibodies against these proteins and
to further select the speciﬁc epitopes of these proteins which can
further be used in an ELISA based diagnostic assay
Results: Antibodies were present in the sera of PTB patients
against 4 out of 5 RD proteins which further conﬁrm their expres-
sion in vivo in human subjects. Therefore these proteins may serve
as effective and speciﬁc diagnostic candidates in an ELISA based
assay for tuberculosis. Further epitope mapping of these proteins
lead to identiﬁcation of 11 peptides which were signiﬁcantly rec-
ognized by all 7 (100%) PTB patients and 8 peptides which were
recognized by 6 (≥85%) of PTB patients but not in healthy controls.
Conclusion: 4RDproteinswhicharehighly speciﬁc tomycobac-
teria and absent in vaccine strain BCG have shown expression
in vivo at gene and protein level and their peptides are found to
be highly immunodominant and can further be used in an ELISA
based assay for PTB.
http://dx.doi.org/10.1016/j.ijid.2016.02.376
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Role of ﬁne needle aspiration cytology in the
diagnosis of cutaneous leishmaniasis
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Background: Iran is an endemic area of Cutaneous leishmani-
asis. Scraping method is widely used conventionally. Fine needle
aspiration (FNA) cytology is now getting more attention.
Methods & Materials: Both methods were performed on the
clinically suspected cases in our study. Smears were stained using
Giemsa. We compared the sensitivity, speciﬁcity and some other
aspects of these two methods.
Results: Of our 400 patients, 346 had specimens that were pos-
itive for leishman body, and of these 328 were detected using both
methods. However, 42 caseswere conﬁrmed positive by FNA cytol-
ogy and 18 as a result of scraping smears. There was a signiﬁcant
difference between the two methods in the detection of leishman
body and microgranuloma, slide background and patient comfort.
The sensitivity of FNA cytology was greater even though the speci-
ﬁcity was the same.
Conclusion: Our study conﬁrmed the advantages of FNA
cytology as a reliable method for the diagnosis of cutaneous leish-
maniasis.
http://dx.doi.org/10.1016/j.ijid.2016.02.377
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Background: The most important drawbacks in visceral leish-
maniasis (VL) population studies are the difﬁculty of diagnosing
158 17th International Congress on Infectious Diseases / International Journal of Infectious Diseases 45S (2016) 1–477
asymptomatic carriers. The aim of this study, conducted in a rural
area of Muzaffarpur District Bihar, India was to evaluate the per-
formance of serology to identify asymptomatic VL infection in
participants selected from a TMRC cohort area.
Methods & Materials: Blood samples on ﬁlter paper were col-
lected from 437 (seroconverters and controls) cohort participants.
Sampleswere tested by ELISA using two different antigens: Soluble
Leishmania antigens (SLA), and rK39 recombinant protein and DAT
(Direct agglutination Test).
Results: When SLA ELISA compared with both rK39 ELISA and
DAT showed SLA ELISA was positive in all subjects who were pos-
itive with both DAT & rk39 ELISA. SLA ELISA also detects infection
in those who are negative with both tests DAT and rk39 ELISA.
Conclusion: For the diagnosis of asymptomatic infection there
is no need to run both serological (DAT and rK39 ELISA) test. We
also found seropositive samples from the control group might be
we missed some seropositive samples with these serological (rK39
ELISA and DAT) tests so SLA ELISA could be used as marker of Infec-
tion.
http://dx.doi.org/10.1016/j.ijid.2016.02.378
Type: Poster Presentation
Final Abstract Number: 41.188
Session: Poster Session I
Date: Thursday, March 3, 2016
Time: 12:45-14:15
Room: Hall 3 (Posters & Exhibition)
Determination of absolute accuracy of
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Background: Viral culture is considered to be the gold standard
method to identify adenoviruses from clinical samples. It can be
affected by various factors like transport conditions, pH. As a con-
sequence of this,the accuracy of the different diagnostic testsmight
have been inaccurately estimated. Objective of this study is eval-
uating the absolute accuracy of three tests using Bayesian latent
class models.
Methods & Materials: The set of data analyzed in this study
was from our prospective study. In brief total of 62 suspected viral
conjunctivitis patients were recruited from Nov2013 to Jan2015,
conjunctival swab was collected and processed for conventional
viral culture(HEp2cell line), IFA using pan adenoviral primary anti-
body(monoclonal antibody directed against hexon protein)&FITC
labeled secondary antibody and Universal semi-nested PCR.
Results: Accuracy of each diagnosis test was evaluated, com-
paring with viral culture which was considered the gold standard
(100%sensitivity & speciﬁcity). Overall isolation rate of adenovirus
was 54.8%(34/62). Viral culture was positive in 23 patients(67.6%);
PCR & IFA detected adenoviruses in 24(70.5%) and 21(61.7%) cases
respectively. Sensitivity and Speciﬁcity of IFA & PCR was 60.9% &
82.1% and 69.6% & 79.5% respectively.
The absolute accuracy of each diagnostic test was evaluated
using Bayesian LCMs, which do not assume any diagnostic test as
a perfect test. Analysis carried out by models provided at this web
address(http://mice.tropmedres.ac)using three tests in one popu-
lation(Walter&Irwig model)simpliﬁed interfaces.
After analysis using Bayesian LCM, the actual sensitivity and
speciﬁcity of the viral culture were reduced to 72.2% & 90.8%. The
sensitivity & speciﬁcity of PCR were increased from 69.6 to77.8%
and 79.5% to92.4%. In both ways PCR appears to be superior to viral
culture in identifying adenovirus. PCR positivity in culture negative
samples may be because PCR can detect even few copies of nucleic
acid and non-viable particles. Also, sensitivity & speciﬁcity of IFA
has increased from60.9% to67.6%and 82.1% to92.9%respectively.
Conclusion: Our study shows thatwhen reference test is imper-
fect, the accuracyof sensitivity and speciﬁcity of alternative test can
be very well determined by Bayesian LCM statistical analysis.
http://dx.doi.org/10.1016/j.ijid.2016.02.379
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PCR-RFLP for identiﬁcation of Mucorales from
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Background: Mucormycosis is an emerging fungal infection
associated with high mortality. The standard approaches avail-
able for the diagnosis of this condition are limited as this agent
could only be isolated in 50% of samples processed due to delicate
nature of the agent. Early diagnosis and institution of appropri-
ate antifungal agents is the cornerstone of successful outcome of
mucormycosis. Hence the present studywas conducted to evaluate
PCR-RFLP based molecular technique for diagnosis and identiﬁca-
tion of etiological agents of mucormycosis.
Methods & Materials: Fifty proven or probable cases of
mucormycosis were included in the study. Conventional identiﬁ-
cation was done by microscopy and culture. Molecular diagnosis
was done by amplifying the ribosomal DNA using semi-nested
Mucorales speciﬁc primers of 18s region. We also standardized and
evaluated the utility of PCR–RFLP of 18s region of rDNA in identi-
fying the Mucorales. The ampliﬁed products were sequenced and
were compared to evaluate the efﬁcacy of PCR-RFLP to identify the
Mucorales.
Results: All the samples showed aseptate hyphae on KOH
examination. Isolation was possible in 24(48%) samples. Muco-
rales speciﬁc PCR targeting 18s region was 100% sensitive and the
sequence revealed the species identity inall of them(R. oryzae-80%;
R. microspores-10%; A. elegans-6%; and R. homothallicus-4%). The
molecular pattern obtained by PCR-RFLP could only differentiate
the agent up to genus level. Considering Mucorales speciﬁc PCR as
standard the sensitivity, speciﬁcity, positive and negative predic-
tive values of culture isolation (R. oryzae) was 46% (CI-30.7-62.6),
100% (CI 66.4-100), 100%, and 29% respectively. Molecular tech-
nique could correctly diagnose an additional 26(42%) cases, which
were negative by culture.
Conclusion: Early rapiddiagnosis is thecorner stone in theman-
agement of mucormycosis. The present study reveals the use of
